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liver 763-772, 993-996 
metabolism of 763-772, 993-996 
Haemoproteins 
Acanthamoeba castellanis 669-678 
carbon monoxide-reacting 669-678 
mitochondrial 669-678 
Heart 
acetate metabolism in 
glucose metabolism in 701-711 
ketone-body metabolismin 701-711 
lactate metabolism in 701-711 
mitochondria of 111-117, 257-266, 659-667, 725- 
732 
nicotinamide—adenine dinucleotide phosphate (reduced) 
production in 799-803 
oleate metabolism in 701-711 
very-low-density-lipoprotein metabolism in 
Heart cells 
very-!ow-density-lipoprotein metabolism in 
Heart-muscle cells 
lipoprotein lipase of 873-879 
HeLa cells 
ornithine decarboxylase of 925-931 
Hen, see Chicken 
Hepatitis 
plasma-membrane antigen and 679-685 
Hepatocytes 
ketogenesisin 621-644 
5'-nucleotidase of 59-69 
oleate metabolism in 621-644 
polyribosomes of 35-45 
protein biosynthesis in 35-45 
protein degradation in 71-79 
subcellular distribution of enzymes of 423-429 
tryptophan metabolism in 977—986 
ureacyclein 1-4 
2-n-Heptyl-4-hydroxyquinoline N-oxide 
proton transport and 637-639 
Hexanoate 
mammary-gland 287-294 
Hordeum vulgare, see Barley 
Hydrogen ions 
mitochondrial-membrane 
transport of 637-639 
Hydrogen peroxide 
Euglena gracilis 377-380 
metabolism of 377-380 
15-Hydroxy prostaglandin dehydrogenase 
skin 153-160 
Hypothalamus 
progestin-receptor protein of 295~—300 
Hypoxanthine 
metabolism of 343-350 
tobacco-leaf 343-350 


701-711 


431-438 


431-438 


637-639 


I-cell fibroblasts 
B-N-acetyl-D-hexosaminidase of 971-975 
a-L-fucosidase of 971-975 
Insulin 
adipocytes and 351-360, 535-540 
degradation of 351-360 
glucose metabolism and 525-534, 733-738, 1005— 
1008 
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islets of Langerhans 135-144, 183-190 
phospholipid metabolism and 781-789 
plasma-membrane binding of 945-952 
protein degradation and 71-79 
release of 135-144, 183-190 
Sertolicells and 1001-1003 
skeletal muscle and 525-534, 733-738 
Intestine, small, see Small intestine 
Iron—sulphur centres 

mitochondrial 111-117 
Islets of Langerhans 


calcium ion uptake by 135-144 
glucose metabolism in 183-190 
insulin release by 135-144, 183-190 
2-oxo acids and 135-144 


potassium ion permeability of 541-550 


Ketogenesis 

hepatocyte 
Ketone bodies 

heart 701-711 

metabolism of 701-711 
Kidney 

aryl acylamidase of 507-513 
Kidney cells 

protein kinase of 773-780 
Kidney cortex 

triacylglycerol metabolism in 
Kupffer cells 

erythrocyte recognition by 827-831 


621-624 


317-324 


Lactate 
co-transport of sodium ions and 
heart 701-711 
liver 47-57 
metabolism of 47-57 
splanchnic-bed 47-57 

Lactation 
lactate metabolism and 47-57 
lipogenesis and 937-944 
mammary-gland fatty acid biosynthesis during 287- 

294 
mammary-gland glucose metabolism during 301-308 
propionate metabolism and 47-57 
pyruvate metabolism and 47-57 

Leaves 
purine metabolismin 343-350 
tobacco 343-350 

Lecithin, see Phosphatidylcholine 

Lectin 
bitter-pear-melon 443-452 

Lettrée cells 
plasma membrane of 847-860 

Leucocytes 
polymorphonuclear, see Polymorphonuclear _ leuco- 

cytes 

Lipid fractions 

adrenal-gland 
cholesterol-rich 

Lipids 

bacterial 13-19 
biosynthesis of 


169-176 


145-152 
145-152 


13-19 
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Lipogenesis 


adipose-tissue 937-944 


mammary-gland 1005-1008 
Lipoprotein lipase 
adipose-tissue 805-815 


cardiocyte 873-879 
Lipoproteins 
low-density, see Low-density lipoproteins 
very-low-density, see Very-low-density lipoproteins 
Liposomes 
cholesterol of 591-598 
Liver 
alcohol dehydrogenase of 483-490 
5-aminolaevulinate synthase of 763-772, 993-996 
chondroitin 4-sulphate degradation in 279-286 
ethanol metabolism in 119-126, 483-490, 997-1000 
folates of 235-242, 933-936 
glucokinase of 817-826 
haem metabolism in 763-772, 993-996 
lactate metabolism in 47—57 % 
lysosomes of 243-246 
microsomal fraction of 127-133, 687-691 
mitochondria of 127-133, 361-367, 637-639 
Nat+Kt-activated adenosine triphosphatase of 
997-1000 
nuclear-envelope fraction of 687-691 
nucleiof 687-691 
peroxisomes of 369-371 
phosphofructokinase of 953-957 
phospholipid biosynthesis in 127-133 
plasma membrane of 571-579, 581-590, 649-658, 
679-685, 749-754, 945-952 
propionate metabolism in 47-57 
protein biosynthesis in 381-383 
pyruvate metabolism in 47-57 
ribonucleic acid biosynthesis in 81-87 
tryptophan pyrrolase of 763-772, 993-996 
tyrosine aminotransferase of 609-612, 625-627, 
755-761 
uridine diphosphate  glucuronosyltransferase of 
617-619, 687-691, 841-845 
vitamin B,, of 933-936 
Liver cells 
ketogenesis in 621-624 
5'-nucleotidase of 59-69 
oleate metabolism in 621-624 
polyribosomes of 35-45 
protein biosynthesis in 35-45 
protein degradation in 71—79 
subcellular distribution of enzymes of 423-429 
tryptophan metabolism in 977-986 
ureacyciein 1-4 
Low-density lipoproteins 
metabolism of 373-375 
skin-fibroblast 373-375 
Lysophosphatidylcholine acyltransferase 
small-intestinal 399-403 
Lysosomal enzymes 
latency of 243-246 
liver 243-246 
Lysosomal membrane 
liver 243-246 
Lysosomes 
liver 243-246 
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macrophage 385-390 
protein turnover in 385-390 


Macrophages 
protein turnover in 385-390 
Malate dehydrogenase 
mitochondrial 227-233 
phospholipid membrane interaction with 227-233 
Mammary gland 
fatty acid biosynthesis in 287-294 
fatty acid synthetase of 287-294 
glucose metabolism in 301-308, 1005—1008 
lipogenesis in 1005-1008 
nuclear ribonucleic acid of 561-570 
Membrane 
adenosine triphosphatase of 191-199, 713-723 
brush-border, see Brush-border membrane 
cytochrome b,., of 453-459 
Clostridium pasteurianum 191-199 
etioplast, see Etioplast membrane 
lysosomal, see Lysosomal membrane 
Micrococcus lysodeikticus 713-723 
mitochondrial, see Mitochondrial membrane 
phospholipid, see Phospholipid membrane 
plasma, see Plasma membrane 
Rhodospirillum rubrum 453-459 
Mesophyll protoplasts 
purine metabolism in 343-350 
tobacco 343-350 
7a-Methoxycephalosporins 
biosynthesis of 613-616 
Streptomyces clavuligerus 
3-Methylcholanthrene 
ribonucleic acid biosynthesis and 81-87 
Micrococcus lysodeikticus 
adenosine triphosphatase of 713-723 
membrane of 713-723 
Microsomal fraction 
adipose-tissue 791-798 
brain 127-133 
dolichyl monophosphate mannose biosynthesis in 
791-798 
liver 127-133, 687-691 
phospholipid biosynthesis in 127-133 
uridine diphosphate glucuronosyltransferase of 687— 


613-616 


691 
Milk 
production of 301-308 
Milk protein 
biosynthesis of 561-570 
Mitochondria 


Acanthamoeba castellani 669-678 
adrenal-gland 145-152 

brain 127-133 

calcium ion transport by 257-266, 833-839 
calcium ions of 725-732 
cerebral-cortex 833-839 
cholesterol side-chain cleavage in 
deoxyribonucleic acid biosynthesis in 
haemoproteins of 669-678 

heart 111-117, 257-266, 659-667, 725-732 
hepatocyte 423-429 
iron—sulphur centres in 
liver 127-133, 361-367 


145-152 
325-329 


111-117 
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Mitochondria—cont. 
malate dehydrogenase of 227-233 
maturation of 361-367 
Moniliella tomentosa 309-316 
phospholipid biosynthesis in 127-133 
respiration in 309-316 
snake-bean 325-329 
thiol-group production in 
Mitochondrial membrane 
liver 637-639 
proton transport by 637-639 
synaptosomal 21-33 
Momordica charantia, see Bitter pear melon 
Moniliella tomentosa 
mitochondria of 309-316 
Muscle 
heart, see Heart muscle 
skeletal, see Skeletal muscle 
smooth, see Smooth muscle 
Myeiin 
brain 959-969 
protein kinase of 469-473 
uridine diphosphate galactose-ceramide galatosyl- 
transferase of 959-969 


725-732 


Nerve, sciatic, see Sciatic nerve 
Nervous system, central, see Central nervous system 
Neurospora crassa 
submitochondrial particles of 1009-1011 
succinate—ubiquinone oxidoreductase of 
Nicotiana tabacum, see Tobacco 
Nicotinamide—adenine dinucleotide phosphate (reduced) 
heart 799-803 
production of 799-803 
Nicotinamide nucleotides (reduced) 
calcium ion transport and 257-266 
Nitrofurantoin 
deoxyribonucleic acid biosynthesis and 325-329 
Nitrous oxide 
vitamin B,, and 933-936 
Nuclear-envelope fraction 
androgen binding to 641-647 
liver 687-691 
prostate-gland 641-647 
uridine diphosphate glucuronosyltransferase of 687— 
691 
Nuclear ribonucleic acid 
protein biosynthesis and 561-570 


1009-1011 


Nuclei 
liver 687-691 
uridine diphosphate glucuronosyltransferase of 687— 
691 


5'-Nucleotidase 
adenosine monophosphate catabolism and 907-918 


adipocyte 59-69 
hepatocyte 59-69 
lymphocyte 59-69 


plasma-membrane 59-69 

polymorphonuclear-leucocyte 
Nucleotides 

skeletal-muscle 


907-918 


331-341 


Oestradiol-178 
ethanol metabolism and 483-490 
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polyribosome formation and 405-410 
thiamin-binding-protein biosynthesis and 201-210 
uterus and 405-410 
Oestrogens 

thiamin-binding-protein biosynthesis and 201-210 
Oleate : 

heart 701-711 

hepatocyte 621-624 

metabolism of 621-624, 701-711 

triacylglycerol biosynthesis from 317-324 
Ornithine decarboxylase 


HeLa-cell 925-931 
2-Oxo acids 

islets of Langerhans and 135-144 
Oxygen 

ethanol metabolism and 119-126 


Palmitate 
triacylglycerol biosynthesis from 317-324 
Palmitoylcarnitine 
calcium ion transport and 257-266 
Palmitoyl-coenzyme A 
calcium ion transport and 257-266 
Pancreas 
adenosine 3':5’-cyclic monophosphate phosphodi- 
esterase of 491-498 
adenylate cyclase of 499-505 
cyclic nucleotide metabolism in 491-498, 499-505 
guanosine 3':5'-cyclic monophosphate phosphod- 
esterase of 491-498 
guanylate cyclase of 499-505 
islets of Langerhans of 135-144, 183-190, 541-550 
Penicillin N 
synthesis of 881-887 
deacetoxycephalosporin C biosynthesis from 889- 
895 
Pentose phosphate pathway 
mammary-gland 301-308 
Peroxisomes 
fatty acid B-oxidation in 369-371 
liver 369-371 
ribonucleic acid biosynthesis and 81-87 
Phosphatase 
adenosine monophosphate catabolism and 907-918 
polymorphonuclear-leucocyte 907-918 
Phosphatidylcholine 
biosynthesis of 
brain 127-133 
liver 127-133 
microsomal 127-133 
mitochondrial 127-133 
small-intestinal 399-403 
Phosphatidylinositol 
adipocyte 781-789 
metabolism of 781-789 
Phosphofructokinase 
diet and 953-957 
glucagon and 953-957 
liver 953-957 
Phospholipase C 
insulin receptors and 535-540 
Phospholipases A, 
anti-inflammatory agents and 633-636 
calciumions and 633-636 


127-133, 399-403 
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Phospholipid membrane 
malate dehydrogenase interaction with 227-233 
Phospholipids 
adipocyte 
biosynthesis of 
brain 127-133 
liver 127-133 
metabolism of 781-789 
microsomal 127-133 
mitochondrial 127-133 
Phosphorylase, see Glycogen phosphorylase 
Phylloquinone 
Anacystis nidulans 515-523 
Pituitary gland (anterior) 
prostaglandin E biosynthesis in 987-992 
Plasma 
platelet aggregation in 5-12 
thiamin-binding protein of 201-210 
Plasma membrane 
adenosine diphosphate ribose of "149-154 
adenylate cyclase of 649-658,749-754 
adipocyte 59-69, 897-906 
glucagon-receptor protein of 649-658 
glucosyltransferases of 411-421 


781-789 
127-133 


hepatocyte 59-69 
insulin binding to 945-952 
Lettrée-cell 847-860 


liver 571-579, 581-590, 649-658, 679-685, 749- 
754, 945-952 

lymphocyte 59-69 

5’-nucleotidase of 59-69 

permeability of 847-860 

proteinof 571-579, 581-590 

proteinsof 211-216 j 


skeletal-muscle 211-216 
small-intestinal 177-181 
soya-bean-protoplast 411-421 


synaptosomal 21-33 

vesicle production from 897-906 
Plasma-membrane antigen 

hepatitis and 679-685 


liver 679-685 
Platelets 

collagen fibrils and aggregation of 5-12 
Polyamines 


ornithine decarboxylase and 925-931 
Polyisoprenyl phosphate 
glucosylation of 411-421 
Polymorphonuclear leucocytes 
adenosine deaminase of 907-918 
adenosine monophosphate catabolism in 
5’-nucleotidase of 907-918 
phosphatase of 907-918 
Polyribosomes 
formation of 405-410 
hepatocytes 35-45 
protein biosynthesis and 35-45 
uterus 405-410 
Polysomes, see Polyribosomes 
Potassium ions 


907-918 


islets of Langerhans 541-550 
Pregnancy 

lipogenesis and 937-944 
Vol. 186 
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Progesterone 
progestin-acceptor protein binding of 295-300 
Progestin-receptor protein 


hypothalamus 295-300 
progesterone binding to 295-300 
Propionate 

liver 47-57 


metabolism of 47-57 
splanchnic-bed 47-57 
Prostaglandin E 
anterior-pituitary-gland 987-992 
biosynthesis of 987-992 
Prostaglandins 
catabolism of 
skin 153-160 
Prostate gland 
nuclear-envelope fraction of 641-647 
Protein 
biosynthesis of 35-45, 381-383, 439-441, 443-452, 
561-570, 861-872 
degradation of 71-79 
gastrointestinal-tract 381-383 
glucagon-receptor, see Glucagon-receptor protein 


153-160 


hepatocyte 35-45, 71-79 
liver 381-383 
macrophage 385-390 


milk, see Milk protein 
plasma-membrane 571-579, 581-590 
progestin-receptor, see Progestin-receptor protein 
ribosomal, see Ribosomal protein 
thiamin-binding, see Thiamin-binding protein 
turnover of 385-390 
Protein kinase 
brain 469-473 
central-nervous-system 469-473 
cyclic AMP-dependent 773-780 
kidney-cell 773-780 
myelin 469-473 
sciatic-nerve 469-473 
Proteins 
plasma-membrane 211-216 
ribosomal, see Ribosomal proteins 
Protochlorophyllide reductase 
etioplast-membrane 267-278 
Protons 
mitochondrial-membrane 
transport of 637-639 
Protoplasts 
glucosyltransferases of 411-421 
plasma-membrane 411-421 
purine metabolism in 343-350 


637-639 


soya-bean 411-421 
tobacco-leaf 343-350 
Purines 


metabolism of 343-350 

tobacco-leaf 343-350 
Putrescine 

ornithine decarboxylase and 925-931 
Pyridoxine 

tyrosine aminotransferase and 625-627 
Pyruvate 

liver 47-57 

metabolism of 47-57 

splanchnic-bed 47-57 
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Pyruvate dehydrogenase 
adipose-tissue 937-944 


Red blood cells, see Erythrocytes 
Respiratory particles 
Anacystis nidulans 515-523 
electron transportin 515-523 
Reticulum, sarcoplasmic, see Sarcoplasmic reticulum 
Retinoic acid 
metabolism of 475-481 
Retinol 
Sertolicells and 1001-1003 
Rhodospirillum rubrum 
cytochrome b,,,o0f 453-459 
membrane of 453-459 
Ribonucleic acid 
biosynthesis of 81-87 
liver 81-87 
nuclear, see Nuclear ribonucleic acid 
ribosomal, see Ribosomal ribonucleic acid 
Ribosomal core-particles 
ribosome formation from ribosomal proteins and 
861-872 
Ribosomal protein 
uterus 405-410 
Ribosomal proteins 
ribosome formation from ribosomal core-particles 
and 861-872 
Ribosomal ribonucleic acid 
uterus 405-410 
Ribosomes 
formation of hybrid forms of 861-872 
protein biosynthesis by 861-872 


Sarcoplasmic reticulum 
calciumion transport in 461-467 
Sciatic nerve 
myelin protein kinase of 469-473 
Seed extracts 
protein-biosynthesis inhibition by 439-441 
Seeds 
deoxyribonucleic acid biosynthesis in 325-329 
snake-bean 325-329 
Sendai virus 
membrane permeability and 847-860 
Sertoli cells 
insulin and 1001-1003 
Skeletal muscle 
calcium ion transport in 461—467 
electrical stimulation of 105-109 
fructose bisphosphatase and actin of 89-98, 99-104 
glucose metabolism in 525-534, 733-738 
glycolytic enzymes of 105-109 
insulinand 525-534, 733-738 
sarcoplasmic reticulum of 461—467 
tetanic stimulation and metabolite concentrations in 
331-341 
Skeletal-muscle cells 
plasma membrane of 211-216 
Skin 
prostaglandin catabolismin 153-160 
Skin fibroblasts 
low-density-lipoprotein metabolism in 373-375 
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Small intestine 
brush-border-membrane vesicles of 169-176 
phosphatidylcholine biosynthesis in 399-403 
plasma membrane of 177-181 
retinoic acid metabolism in 475-481 

Smooth-muscle cells’ 
collagen biosynthesis in 217-225 
elastin biosynthesis in 217-225 

Snake-bean (Vigna sinensis) seeds 
deoxyribonucleic acid biosynthesis in 325-329 
mitochondria of 325-329 

Sodium ions 
co-transport of lactate and 

Soya-bean (Glycine max) callus 
glycosyltransferases of 411-421 
protoplast plasma membrane of 411-421 

Spermidine 
ornithine decarboxylase and 925-931 

Spermine 
ornithine decarboxylase and 925-931 

Splanchnic bed 
lactate metabolism in 47-57 
propionate metabolism in 47-57 
pyruvate metabolism in 47-57 

Sporulation 
Clostridium pasteurianum 191-199 

Steroidogenesis 
adrenal-gland-cortex-cell 391-397, 599-603 
corticotropin and 391-397 

Sterols 
glucosylation of 411-421 

Streptomyces clavuligerus 
cephalosporin metabolism in 613-616 

Submitochondrial particles 
chemiluminescence of 659-667 
heart 111-117, 659-667 
iron—sulphur centresin 111-117 
Moniliella tomentosa 309-316 
Neurospora crassa 1009-1011 
respirationin 309-316 
succinate—ubiquinone oxidoreductase of 1009-1011 

Succinate—ubiquinone oxidoreductase 
mitochondrial 1009-1011 
Neurospora crassa 1009-1011 

Supernatant fraction, see Cytosol 

Synaptosomes 
cerebral-cortex 21-33 
mitochondria of 21-33 
plasma membrane of 21-33 


169-176 


Testosterone 
ethanol metabolism and 483-490 
nuclear-envelope-fraction binding of 641-647 

Thiamin-binding protein 
biosynthesis of 201-210 
plasma 201-210 

Thiol groups 
mitochondrial 725-732 

Thyroxine 
phospholipid biosynthesis and 127-133 

Tobacco (Nicotiana tabacum) leaves 

protoplasts of 343-350 

purine metabolism in 343-350 
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Triacylglycerol 

kidney-cortex 317-324 
Triglyceride, see Triacylglycerol 
Trypsin 

insulin receptors and 535-540 
Tryptophan 

hepatocyte 977-986 

metabolism of 977-986 
Tryptophan 2,3-dioxygenase 

hepatocyte 977-986 
Tryptophan pyrrolase 

liver 763-772, 993-996 
Tunicamycin 

low-density-lipoprotein metabolism and 373-375 
Tyrosine aminotransferase 

ethanol and 755-761 

liver 609-612, 625-627, 755-761 


Urea cycle 
alanine and 1-4 ' 
hepatocyte 1-4 


Uridine diphosphate galactose—ceramide galactosyltrans- 


ferase 
brain 959-969 
myelin 959-969 


postnatal development and 959-969 
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Uridine diphosphate glucuronosyltransferase 
liver 617-619, 687-691, 841-845 
microsomal 687-691 
nuclear 687-691 
nuclear-envelope 687-691 
perinatal development and 617-619, 841-845 
Uterus 
oestradiol-178 and 405-410 
polyribosome formation in 405-410 
progestin-receptor protein of 295-300 


Vasopressin 

ketogenesis and 621-624 

oleate metabolism and 621-624 

protein kinase and 773-780 
Very-low-density lipoproteins 

heart 431-438 

metabolism of 431-438 
Vigna sinensis, see Snake bean 
Virus, Sendai, see Sendai virus 
Vitamin B-6, see Pyridoxine 
Vitamin B,, 

folate metabolism and 933-936 

liver 933-936 

nitrous oxide and 933-936 
Vitamin C, see Ascorbate 
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